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10 30 60 70 90 

AeGAGATGTGTATATACTGTGMCCMCTAGATGATGTCAGTTATGCTGGTCTGAGMCTCATAGMGCCCTTGmTAC^^ 

110 130 150 170 

AGCACTCCAACCCTAACTCTGTTGCTCTACTAGATCAAGACGAGTACTCTGATTGAGCTGCAGGCTTGGAATATATGATT^^^^ 

190 210 230 250 270 

GGGTTAAAACTTGTATGACAATCAGTTTGTCAGTACTCCGTAGTGATGCCATGTCTATAGAGTCGACACTAAGGCAGCATGTGAAIGAGT 

290 310 330 350 

CGGAAATGACAGGAAGCAGATTCCTTAACAGTCATGnCTCCGTGCCTGCATCCCCACGTCACCTGCAAAGATGCGACGCT^^ 

370 390 410 430 450 

CGGCGCCTTGATGTCTGCTGTTCCTGGCCTAGTGGAGCCCCATGCGCTGCTAGCTCGTGGTCTTCGAATAAATCAGAATAAAAAACGGAG 

470 490 510 530 

TAATTAATTGCGCCCGCAACAAACTAAGCAATGTAACTCAATGCCAAGCTTCCGCTGATGCTCTTGACATCTCCGM 

550 570 590 610 630 

TAATTTCAGACGTATATATAGTAGTAATGCCCAGCAGGCCGGGATAATGATGGGGATTTCTGAACTCTCTGCTTCCGTACGCTGAACAGT 

650 670 690 710 

TTGCTTGCGTTGTCAACCATGGCGTCCCTCGTTGCTGGCGCTCTCTGCATCCTGGGCCTGACGCCTGCTGCATTTGCACGAGCGCCCGTT 
MASLVAGALCILGLTPAAFA R_ A__P__V 

730 750 770 790 810 

GCAGCGCGAGCCACCGGTTCCCTGGACTCCTTTCTCGCAACCGAAACTCCAATTGCCCTCCAAGGCGTGCTGAACAACATCGGGCCCAAT 
AAA ATGSLDSFLATETPIALQGVLNNIGPN 

830 850 870 890 

GGTGCTGATGTGGCAGGAGCAAGCGCCGGCATTGTGGTTGCCAGTCCGAGCAGGAGCGACCCAAATTgtaggttctttcccaccagaaat 

GADVAGASAGIVVASPSRSDPN 

910 930 950 970 990 

tacttatttaaatcagccctctgacaggttgaagATTTCTACTCCTGGACACGTGACGCAGCGCTCACGGCCAAATACCTCGTCGACGCC 

YFYSWTRDAALTAKYLVDA 
1010 1030 1050 1070 

TTCATCGCGGGCAACAAGGACCTAGAGCAGACCATCCAGCAGTACATCAGCGCGCAGGCGAAGGTGCAAACTATCTCCAATCCGTCCGGA 
FIAG.NKDLEQTIQQYISAQAKVQTISNPSG 
1090 1110 1130 1150 1170 

GATTTATCCACCGGTGGCTTAGGTGAGCCCAAGTTCAATGTGAATGAGACGGCTTTTACCGGGCCCTGGGGTCGTCCACAGAGGGACGGA 
DLSTGGLGEPKFNVNETAFTGPWGRPQRDG 

1190 1210 1230 1250 

CCAGCGTTGAGAGCGACGGCCCTCATTGCGTATGCGAACTATCTCAT Cqtaaqct tctqctcqctqcccttctctctqctcqtatqctaa 
PALRATALIAYANYLI 

1270 1290 1310 1330 1350 

gtagtcctgtcagGACAACGGCGAGGCTTCGACTGCCGATGAGATCATCTGGCCGATTGTCCAGAATGATCTGTCCTACATCACCCAATA 
DNGEASTADEIIWPIVQNDLSYITQY 
1370 1390 1410 1430 

CTGGAACTCATCCACCTTC Gqtaqqca aatqaatattcccqacacaqcqtqqtactaatttqattcaqACCTCTGGGAAGAAGTAGAAGG 
WNSSTF DLWEEVEG 
1450 1470 1490 1510 1530 



+ 



+ 



ATCCTCATTCTTCACMCCGCCGTGCMCACCKGCCCTGGTCGMGGCMTGCACTGGCMCMGGCTGMC 
SSFFTTAVQHRALVEGNALATRLNHTCSNC 
1550 1570 1590 1610 

CGTCTCTCAGGCCCCTCAGGTCCTGTGTTTCCTGCAGTCATACTGGACCGGATCGTATGTTCTGGCCAACTTTGGTGGCAGCGGTCGTTC 
VSQAPQVLCFLQSYWTGSYVLANFGGSGRS 
1630 1650 1670 1690 1710 

CGGCAAGGACGTGAATTCGATTCTGGGCAGCATCCACACCTTTGATCCCGCCGGAGGCTGTGACGACICGACCTTCCAGCCGTGTTCGGC 
GKDVNSILGSIHTFDPAGGCDDSTFQPCSA 
1730 1750 1770 1790 

CCGTGCCTTGGCAAATCACAAGGTGGTCACCGACTCGTTCCGGAGTATCTATGCGATCAACTCAGGCATCGCAGAGGGATCTGOT 
RALANHKVVTDSFRSIYAINSGIAEGSAVA 

1810 1830 1850 1870 1890 

AGTCGGCCGCTACCCTGAGGATGTCTACCAGGGCGGGAACCCCTGGTACCTGGCCACAGGAGCGGCTGaGAGCAGCTmC^^ 

VGRYPEDVYQGGNPWYLATAAAAEQLYDAI 

1910 1930 1950 1970 

CTACCAGTGGAAGAAGATCGGCTCGATAAGTATCACGGACGTTAGTCTGCCATTTTTCCAGGATATCTACCCTTCTGCCGCGGm^^ 
YQWKKIGSISITDVSLPFFQDIYPSAAVGT 
1990 2010 2030 2050 2070 

CTATAACTCTGGCTCCACGACTTTCAACGACATCATCTCGGCCGTCCAGACGTATGGTGATGGATATCTGAGTATTGT^ 
YNSGSTTFNDIISAVQTYGDGYLSIV 
2090 2110 2130 2150 

cttaqattctcaqqtqtaaaqaaaaaaatqq aactaac tcaqttctaqGAGAAATATACTCCCTCAGACGGCTCTCTTACCGAACAATTC 

EKYTPSDGSLTEQF 
2170 2190 2210 2230 2250 

TCCCGTACAGACGGCACTCCGCTTTCTGCCTCTGCCCTGACTTGGTCGTACGCTTCTCTCCTAACCGCTTCGGCCCGCAGACAGTCCGTC 
SRTDGTPLSASALTWSYASLLTASARRQSV 

2270 2290 2310 2330 

GTCCCTGCTTCCTGGGGCGAAAGCTCCGCAAGCAGCGTCCCTGCCGTCTGCTCTGCCACCTCTGCCACGGGCCCATACAGCACGGCTACC 
VPASWGESSASSVPAVCSATSATGPYSTAT 
2350 2370 2390 2410 2430 

AACACCGTCTGGCCAAGCTCTGGCTCTGGCAGCTCAACAACCACCAGTAGCGCCCCATGCACCACTCCTACCTCTGTGGCTGTGACCTTC 
NTVWPSSGSGSSTTTSSAPCTTPTSVAVTF 

2450 2470 2490 2510 

GACGAAATCGTCAGCACCAGTTACGGGGAGACAATCTACCTGGCCGGCTCGATCCCCGAGCTGGGCAACTGGTCCACGGCCAGCGCGATC 
DEIVSTSYGETIYLAGSIPELGNWSTASAI 
2530 2550 2570 2590 2610 

CCCCTCCGCGCGGATGCTTACACCAACAGCAACCCGCTCTGGTACGTGACCGTCAATCTGCCCCCTGGCACCAGCTTCGAGTACAAGTTC 
PLRADAYTNSNPLWYVTVNLPPGTSFEYKF 

2630 2650 2670 2690 

TTCAAGAACCAGACGGACGGGACCATCGTCTGGGAAGACGACCCGAACCGGTCGTACACGGTCCCAGCGTACT^^ 
FKNQTDGTIVWEDDPNRSYTVPAYCGQTTA 

2710 2730 
ATTCTTGACGATAGTTGGCAGTGAGATAACATCCACCCTTCTGTTTTA M^MMl ^ 
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1 60 

An_amg-1 . PRO M.SF.RSLLALSGLVCTGLA . NVISKRA T . . LDSWLSNEATVARTAILNNIGADGAWVSG 

Ao_AMG . PRO MVSF. SSCLRALALGSSVLAVQPVLRQ ATG . LDTWLSTEANFSRQAILNNIGADGQSAQG. 

Tal-AMG . PRO MASLVAGALCILGLTPAAFARA£VMR ATGSLDSFLATETPIALQGVLNNIGPNGADVAG 
** * * * ****** ***** * * 

61 120 
An_amg-1 . PRO ADSGIWASPSTDNPDYFYTWTRDSGLVLKTLVDLFRNGDTSLLSTIENYISAQAIVQGI 
Ao_AMG . PRO ASPGWIASPSKSDPDYFYTWTRDSGLVMKTLVDLFRGGDADLLPIIEEFISSQARIQGI 
Tal-AMG . PRO ASAGI WASPSRSDPNYFYSWTRDAALTAKYLVDAFIAGNKDLEQTIQQYISAQAKVQTI 

* * * **** * *** **** * * *** * * * * ****** 

121 180 
An_amg-1 . PRO SNPSGDLSSGAGLGEPKFNVDETAYTGSVGRPQRDGPALRATAMIGFGQWLLDNGYTSTA 
Ao_AMG.PRO SNPSGALSSG.GLGEPKFNVDETAFTGAWGRPQRDGPAIRATAMISFGEWLVENSHTSIA 
Tal-AMG . PRO SNPSGDLSTG . GLGEPKFNVNETAFTGPWGRPQRDGPAIRATALIAYANYLIDNGEASTA 
***** ** * ********* *** ** *************** * * * * * 

181 240 
An_aing-1 . PRO TDIVWPLVRNDLSYVAQYWNQTGYDLWEEVNGSSFFTIAVQHRALVEGSAFATAVGSSCS 
Ao_AMG . PRO TDLVWPWRNDLSYVAQYWSQSGFDLWEEVQGTSFFTVAVSHRALVEGSSFAKTVGSSCP 
Tal-AMG . PRO DEIIWPIVQNDLSYITQYMSSTFDLWEEVEGSSFFTTAVQHRALVEGNALATRLNHTCS 
** * ***** *** ****** **** ** ******* * * 

241 300 

An_aing-1 . PRO WCDSQAPEILCYLQSFWTGSFILANFDS . SRSGKDANTLLGSIHTFDPEAACDDSTFQPC 

Ao_AMG . PRO YCDSQAPQVRCYLQSFWTGSYIQANFGG . GRSGKDINTVLGSIHTFDPQATCDDATFQPC 

Tal-AMG . PRO NCVSQAPQVLCFLQSYWTGSYVLANFGGSGRSGKDVNSILGSIHTFDPAGGCDDSTFQPC 
* **** * *** **** **** ***** ********* *** ***** 

301 360 
An_amg-1 . PRO SPRALANHKEWDSFRSIYTLNDGLSDSEAVAVGRYPEDTYYNGNPWFLCTLAAAEQLYD 
Ao_AMG . PRO SARALANHKWTDSFRSIYAINSGRAENQAVAVGRYPEDSYYNGNPWFLTTLAAAEQLYD 

Tal-AMG . PRO SARALANHKWTDSFRSIYAINSGIAEGSAVAVGRYPEDVYQGGNPWYLATAAAAEQLYD 

* ******* ******* * ********** * **** * ******** 

361 420 
An_amg-1 . PRO ALYQWDKQGSLEVTDVSLDFFKALYSDAATGTYSSSSSTYSSIVDAVKTFADGFVSIVET 
Ao_AMG . PRO ALYQWDKIGSLAITDVSLPFFKALYSSAATGTYASSTTVYKDIVSAVKAYADGYVQIVQT 

Tal-AMG . PRO AIYQWKKIGSISITDVSLPFFQDIYPSAAVGTYNSGSTTFNDIISAVQTYGDGYLSIVEK 

* *** * ** ***** ** * ** *** * ***** ** 

421 480 

An_arag-1 . PRO HAASNGSMSEQYDKSDGEQLSARDLTWSYAALLTANNRRNSWPASWGETSASSVPGTCA 

Ao_AMG . PRO YAASTGSMAEQYTKTDGSQTSARDLTWSYAALLTANNRRNAWPAPWGETAATSIPSACS 

Tal-AMG . PRO YTPSDGSLTEQFSRTDGTPLSASALTWSYASLLTASARRQSWPASWGESSASSVPAVCS 
* ** ** ** ** ****** **** ** **** *** * * * * 
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481 540 

An__anig-1 . PRO ATSAIGTYSSVTVTSWPSIVATGGTTTTATPTGSGSVTSTSKTTATASKTSTSTSSTSCT 

Ao_AMG . PRO TTSASGTYSSWITSWPTISGYPGA PDSPCQ 

Tal-AMG . PRO ATSATGPYSTATNTVWPS SGSGS STTTSSAPCT 

*** * ** * ** * 



541 600 

An_amg-1 . PRO TPTAVAVTFDLTATTTYGENIYLVGSISQLGDWETSDGIALSADKYTSSDPLWYVTVTLP 

Ao_AMG.PRO VPTTVSVTFAVKATTVYGESIKIVGSISQLGSWNPSSATALNADSYTTDNPLWTGTINLP 

Tal-AMG . PRO TPTSVAVTFDEIVSTSYGETIYLAGSIPELGNWSTASAIPLRADAYTNSNPLWYVTVNLP 
** * *** * *** * *** ** * * * ** *** * ** 

601 646 
An_aiiig-1 . PRO AGESFEYKFIRIESDDSVEWESDPNREYTYPQACGTSTATVTDTWR 
Ao_AMG . PRO AGQSFEYKFIRVQ . NGAVTWESDPNRKYTVPSTCGVKSAVQSDVWR 

Tal-AMG . PRO PGTSFEYKFFKNQTDGTIVWEDDPNRSYTVPAYCGQTTAILDDSWQ 
* ****** ** **** **** ***** 
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